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Abstract : This study aims to analyze and predict the potential quality marker ( Q-Marker) of Yuye Jiedu Granule (YJG)
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based on fingerprint, chemical pattern recognition , multi-component quantification and network pharmacology , providing a sci-
entific basis for its quality evaluation. HPLC fingerprints combined with pattern recognition were used to identify potential Q-
Marker in YJG, followed by quantitative determination. A " formula-component-target-disease" network was constructed via
network pharmacology to analyze Q-Marker associated with the efficacy of YJG. Molecular docking was further employed to
verify the binding affinity between potential Q-Marker and core targets. The HPLC fingerprinting method met all analytical re-
quirements , identifying 19 common peaks. Through reference standard comparison,12 peaks were assigned,and the similarity
of 30 batches of samples was greater than 0. 90. Principal component analysis showed no abnormal batches, indicating good in-
ter-batch consistency , with the upper control limits for Hotelling’s 7% and DModX at 22. 36 and 1. 55, respectively. Orthogonal
partial least squares discriminant analysis identified the primary differential components as neochlorogenic acid, shanzhiside
methyl ester, chlorogenic acid, cryptochlorogenic acid, loganin, secoxyloganin, luteolin-7-0-glucoside , isochlorogenic acid B,
isochlorogenic acid A, isochlorogenic acid C,luteolin, and linarin. The quantitative analysis of these 12 components showed
good methodological results,with average recoveries ranging from 97.33% -104.7% (RSD 0.52%-1.8% ). The mass frac-
tions of these 12 components in 30 batches were 0.428 4-1.213 0,0.014 7-0. 182 6,0.425 8-1.029 5,0.463 9-1.216 8,
0. 024 8-0. 166 5,0. 127 6-0. 378 3,0. 097 1-0. 187 3,0. 466 8-1.216 4,0. 182 6-0. 517 2,0. 391 5-1. 024 9,0. 004 0-0. 013
1,and 0. 288 4-0. 753 7 mg/g, respectively. Network pharmacology analysis suggested that YJG may intervene in upper respir-
atory tract infection (URTI) by regulating inflammation-and immune-related signaling pathways such as tumor necrosis factor
( TNF ), interleukin-17 ( IL-17 ), and phosphatidylinositol 3-kinase/protein kinase B ( PI3K-AKT ) signaling
pathways. Luteolin,isochlorogenic acid B,and isochlorogenic acid C were identified as core nodes in the network , representing
the primary material basis and potential Q-Marker. Molecular docking confirmed strong binding activities between these three
components and core targets. The established HPLC fingerprint, combined with chemical pattern recognition, multi-component
quantification , network pharmacology,and molecular docking, effectively screens the main bioactive substances and potential
Q-Marker. This study provides a robust basis for the selection of quality control indicators and the comprehensive evaluation of
YJG.
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5. 121384201805 ) . FU F w (it 5. 121077-
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THAZ -7 RV (R ESIER 2 A );
Quintix224-1CN J1 53 Z —HLF KV (T 2 F ikl 2
B (LR A FRA T ; YP-B5002 202 —HL Tk
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HR SR AT, A IR DA | 12 o) HR O A 4 RO
12, I 509 F ] T vk B 5000 83.14.20. 44
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F0.10,20.,40 .50 h FEFEAGIN, 12 5% 45 HA e 11 £
PR E) FTEe TET AR, DU SR SRR B S S BRI TR
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Fig. 1 HPLC fingerprints for 30 batches of YJG samples (S1-S30) and reference chromatogram (R)
R 130 #t YIC B EERBEMETFNER
Table 1 ~ Calculation results of similarity in fingerprint of 30 batches of YJG
ETRe AABLBE ETRe AALBE G AAALLBE
No. Similarity No. Similarity No. Similarity
S1 0.997 S11 0. 996 S21 0.999
S2 0.997 S12 0.999 522 0.999
S3 0. 994 S13 0.999 323 0.999
4 0.992 S14 0.998 S24 0.999
S5 0. 994 S15 0.999 325 0.998
S6 0.997 S16 0.998 S26 0.997
S7 0. 996 S17 0.997 S27 0.999
S8 0. 996 S18 0.999 528 0.997
SO 0.997 S19 0.999 S29 0. 996
S10 0. 996 S20 0.999 530 0.997
4
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Fig. 2 Chromatographic peak attribution of fingerprints
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Fig. 3 HPLC of mixed reference substances solution

T W LBt SR 5 0 3 - LIAE T HH IR 5 06 4 20U 5 8 5 . PRt IR 5 U8 60 THERT ; U8 8 T L SO R 1 s 0 O R BEAT S 0% 11 S 4t JBUFR B U
12, FERER A0 14, RERRR C; 1% 16 . RFRFZE 1817 . 52/EH . Note: Peak 1 : Neochlorogenic acid ; Peak 3 ;Shanzhiside methyl ester;Peak 4 .
Chlorogenic acid ; Peak 5 : Cryptochlorogenic acid ; Peak 6 : Loganin ; Peak 8 : Secoxyloganin ; Peak 9 : Luteolin-7-0-glucoside ; Peak 11 :Isochlorogenic acid
B;Peak 12 :Isochlorogenic acid A ;Peak 14 :Isochlorogenic acid C;Peak 16 Luteolin;Peak 17 ; Linarin.

*2 EBYBEGLEFEHREARE
Table 2 Fingerprints of common peaks of medicinal materials attributed
W 5 ULy P
Peak No. Compound Source
1 SBr4RIFR Neochlorogenic acid EMaAE M ILERAE AR BT AT
2 ENyil IIZEIRR A5 4E FRE R HF 451
3 IWHEH B Shanzhiside methyl ester S v
4 R Chlorogenic acid EraAE A ILERAE (2R AR R BT A Ak
5 B&JEER Cryptochlorogenic acid ErHAE it LRAE AL B AEAE
6 G Loganin F 4 IARAE
7 KA IIARAE B5AE FREH M7 451
8 W48 S8 71T Secoxyloganin ILRAE | it
9 RIBEAF Luteolin-7-0-glucoside HAE FRE B B8
10 KA AL B3 1k
11 SEEFR B Tsochlorogenic acid B FraAE O ILERAE S AR T B BT
12 SEEIER A Tsochlorogenic acid A EMEAE KM LRAE S AT R B
13 KA HAE B 1k
14 SEEFR C Tsochlorogenic acid C E A M LERAE S AR T B BT
15 RN ESEpia
16 ARRHZE Luteolin 3k
17 ZEAEFF Linarin AL BFAAE
18 A EoE=pia
19 KA AL B 1k

HAE,15 5 18 SR B4 4E, 16 TR AL,  BR(1 Sig) (NAE 1 ER (3 Si%) 2RI (4 5
X B AR N TR 12 AR, R ) REREIR (5 S IE) BHERH (6 SIE) MR Tk
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T (8 Sig) ARRRF (9 TIE) SPERIEIR B(11
FUE) SRERIEIR A (12 SIE) REREIR C(14 5
W) ARERRLER (16 F) FEEAT (17 51%)
2.1.6 EmHHH

R R HrEF SIMACT4. 1,45 30 HHLEE
st P19 AN HAT A AR T TET AR ZH AR 30 x 19 1Y S 4G
B Bdm b #E 77 2R F Unit Variance Scal-
ing , #E47 3 AL 43 43 BT ( principal component analysis,
PCA) , AT FRAE B AN )5 22 T DTk 30 £ 185
AT R , SR 5 s H Hotelling's 7* F1 DModX W5

THEXT 30 41t YIG it A7 i,

KR A LA IR BT S A B I R IE A A 25
FF TR LR 3, o 0 1 ~ 5 BIRFIFE R T
1, B30 2 5k % 84. 8% , LR 5 AL AT L%
U R SR LR B (5 8., R I PCA 3 AT A HR 45 1
B, PCA 74 [&1 (ULIET 4) W7 B A A it e AL AR 3 53
AFE 95% MY EAF X N, [ S 3043 A 3 2R IX
gy, Hor 30 LA R E PCL By ) BAT B
R XA PCL AT AL S 2 PC2 Bl )l
B

x3 ETHMFLESHFEREHE

Table 3 Eigenvalue and variance contribution rate of principal components

F L FHOEAE J5 2% Bk BRUr £ TR
Principal component Eigenvalue Variance contribution rate ( % ) Cumulative variance contribution rate ( % )
1 5.59 0.311 0.311
2 3.52 0.195 0. 506
3 2.59 0. 144 0. 650
4 1.93 0.107 0.757
5 1.64 0.0914 0. 848
i Lﬁv\\
1 sifle @S
S26
0.5 ‘ i .‘ 827
@55 : S6 oS3
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201519 874 SI
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I

1]

4 30 #it YIG #Eamiy PCA B0 E
Fig. 4 PCA score plot of 30 batches of YJG
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UL UE BT 57 (%) PCA AR TR AT 55 4 b R AR A i 119
RS,
2.1.8  ERRDZR-FIR AT
J T A A BT B RS R IR YIG R AL 22 ]

EL i =

225, i e EE B RTE TR
PCA 732 BER |, SR FHAT W B 20 BT 18 1 52 i e />
T Ie-FN 3R] 43 1 ( orthogonal partial least squares dis-
criminant analysis, OPLS-DA ) X} $ 4 ¥ — 25 947 43
Bro MR¥E PCA 733883 B S1 ~S2 .84 ~ S11 FE il
BEE A 1 41,83 .25 ~ S30 Fffh I E N 2 41,
S12 ~ S24 #Eahik B R 3 A, #47 OPLS-DA 73 ¥,
TFBIRARILE R 6A 7R, 3 ULFE 2 P IX 57,
HAR 2 B GE 1 28 R X (cum) =0. 618, R*Y
(cum) =0.901, HIMEEHIZHL Q* (cum) =0. 788,
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Fig. 5 Hotelling’s T”control chart (A) and DModX control chart (B) of 30 batches of YJG
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Fig. 6 OPLS-DA score plot (A) ,permutation test plot (B) and VIP value plot (C) of 30 batches of YJG
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>13 2 > 18 B > 15 Big Hdh 14 6.1.12.19,
729.16.5 .4 SR VIP AT 1.0, B3 26 5
A3 e R B B 2 S 1 AR o X A S AR AR )
FEAEN, DTk AR 517 .3 8 S U VIP {HTE 0.8 ~
1. 0, UaHA I 28 i o3 BLAT rh A sl 5 T 7E SR 1 AR
i N AR B EAE T 510,13 18 15 SR
VIP {E/INT 0. 8, 1B 28 B 43 X 43 FEAR A 1) Tk AR
/b, 11 506 (S8R R B) S g 7 30 it
YJG B PR AR 1, VIP fE R 0, B AR
WIRTERE 6C i, (H e [ BUAH X 5 K H AR e A2 7E
AU S PR LU SR R | AR T e SRR |

PR IR IR | R W SR T R B R AR
MR B SRak)iiR A Fatiie C RKBER FMAH 12
AHEARIE L A By, AT 13T
2.2 YICH RABHSESENE
2.2.1 &MFR

R, 3. 37 TUF [ 12 A4S XF B8 5 6 25 TR
TG, 43 50% H RS A 5 A iR EE R A1
X R VAW, HE 1. 3017 R (A A HE AT I 2
DA it JOT VA B R R AL AR (X)W T R A A
(Y) , 2z il hn e ih 8 IF45 BIAH 5C R FOR 24 15 il ( WL
#4),

F4 RABSHEIEHFEREEXR

Table 4 Regression equation and linear range of 12 components

5% i 22

LEESES LR

Component

Standard curve

Correlation coefficient (1)

Linear range ( pg/mL)

B4k IR Neochlorogenic acid
AT Shanzhiside methyl ester
L] R Chlorogenic acid
FRERJEER Cryptochlorogenic acid
DERH Loganin
W4 S8 F 1 Secoxyloganin
KEREH Luteolin-7-0-glucoside
SR B Tsochlorogenic acid B
FLRJFHR A Tsochlorogenic acid A
SLERR C Isochlorogenic acid C
ARBEF Luteolin

24T Linarin

Y=0.1423X+0.079 3
Y =0.148 2X -0. 000 2
Y=0.221 7X +0.063 8
Y=0.1712X-0.513 3
Y=0.166 7X -0.003 2
Y=0.129 8X +0.091 8
Y=0.414 7X -0.000 6
Y =0.206 5X +0.029 6
Y=0.2914X-0.414 1
Y=0.296 5X -0.077 9
Y=0.641 3X-0.046 1

Y=0.190 6X + 0.068

0.999 7 19. 796 ~158. 368
1.000 0 0.817 6 ~40. 881 1
0.999 7 19.953 4 ~159. 626 9
0.999 8 20.423 2 ~163.385 6
1.000 0 0.8825~44.124 2
0.999 9 5.797 7 ~57.976 8
1.000 0 0.864 8 ~43.242 5
0.999 8 20.932 8 ~167.462 4
1.000 0 8.137 9 ~81.379 2
0.999 9 11.054 4 ~154.761 6
1.000 0 0.201 8 ~20. 184 5
0.999 8 8.097 8 ~80.977 6

2.2.2 WEHEHEK

HUYJG(S) BESL, #2913, 27 T F 7 kil 4% 1
Oy BRI, 4 1. 3. 17 TN (i S F i SL hEE 6
W ACEET AL T3 RSD, 455 s 12 AR AL
AYIETH AL RSD 7E 0. 090% ~ 1. 4% , 25 W2 HE 25 )
KAF,
2.2.3 FTABFEK

BYIG(SL) RES, #5741, 3. 27 W N lr el 45 6
MR TR, 42 1. 3. 17 TR (i R b AT
ESRIETE AL, THA 12 LA B BT 4 4805 RSD A,
5 R W 12 A U4 i 4 RSD 7 0.53% ~
2. 7% ,FRWNZITIE T AT
2.2.4 FEMHEK

HUYJG(ST) BESD, F21.3. 27 4% 1 ik 5
VW, 4% 1. 3.1 WU (B 554000 T 0.6.12 .18,

24 30,36 .42 HEFEE , 10 SR 12 AR AR 43 0 T
L SR BR 12 AR TR RSD 7E 0. 14%
~1.5% , RIS A AR 42 h NREE R LT,
2.2.5 FmHEER

Fe SRR 12 AR RS AR TR A, 2l A
“1.3.37 30 F 12 B B i ARS8 H E R
JHH,50 ~60 CAREKBEZE T, it 6 . KR
L6 1 YIG(S) FEdh, B2 1. 25 g AR, #%
“1.3.27 W0 i A AR AW 1R 3. 1 IR
CFE AT TS INARE ISR & RSD A, BT
SRR | LR H R SRR R B SR R R | T T
AL RRET F2ER B RaER AR
GRIRIR C AR FRHLE ST W IAE 11 0 2 53 53] Ry
103.8% . 97.81% ., 102.7% . 101.6% . 99.31% .
101.0% . 97.33% . 102.5% . 104.7% . 103.0% .
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98.75% . 103.7% , RSD 43 5l H 0.97% . 1. 1% . WL HEC1. 3. 17 T N g AT g, a5 R 3k 5,
1.2% . 0.52% . 0.89% . 1.5% . 0.95% . 0. 82% . E R oK 30 Ht YIG AR, B ek R R L LA H
0.84% 0.84% .1.8% .0.99% , £WFT 7 & & R SRR RAEIR D& WA D& KR

W8 J5 B HERf e B4 A FLRRR B . RER A FSRR ¢ AR
2.2.6 H&H4FNE E FAHM S B2 R4 4 0.428 4 ~1.213

B30 #it YIG RESL, He 1. 3. 27 Hl A K S A 0 mg/g.0.014 7 ~0. 182 6 mg/g. 0.425 8 ~1.029 5

x5 0HXYICH RABRSESENTE

Table 5 Content determination results of 12 components in 30 batches

21 Content (mg/g)

ITgieREs o
a5t S S
. i e L 1 i = B E2R 7
g OFEREIR O WEE o RS W 4. 5 e " " "
KRR - s BB R B R A JRR C — RIS
No.  Neochl-  Shan- XFEL G che A g SoreH MBS REAREC open s
. . Chlorogenic . . . Luteolin-7-  Isochl-  Isochlor- Isochlor- . -
orogenic hiside . lorogenic  Loganin  Secoxyl- . . . . Luteolin Linarin
. acid . 7" O-glucoside orogenic  ogenic ogenic
acid methyl acid oganin

acid B acid A acid C

ester

Sl 0.4327 0.0348 0.4466 0.4808 0.0874 0.1713 0.1062 0.4668 0.1826 0.3915 0.0072 0.288 4
S2 0.5961 0.0641 0.6595 0.6742 0.1211 0.2236 0.1156 0.6424 0.2787 0.5644 0.0131 0.460 0
S3 0.7129 0.1826 0.7419 0.7996 0.1349 0.2545 0.1329 0.7043 0.2905 0.6103 0.0117 0.367 8
S4 0.4284 0.1146 0.4258 0.4639 0.0927 0.1294 0.1396 0.5938 0.2481 0.4976 0.008 5 0.384 3
S5 0.4928 0.0770 0.4839 0.5139 0.1049 0.1276 0.1619 0.6336 0.2830 0.5331 0.0122 0.394 1
S6 0.5137 0.0449 0.4364 0.5486 0.0977 0.1566 0.1300 0.6002 0.2338 0.4900 0.009 2 0.3532
S7 0.5086 0.0482 0.4689 0.5437 0.1046 0.1533 0.1328 0.6263 0.2493 0.5228 0.0107 0.416 8
S8 0.5175 0.0571 0.4477 0.5424 0.0826 0.1533 0.1358 0.6365 0.2503 0.5184 0.0103 0.418 8
S9 0.5287 0.0511 0.4731 0.5786 0.1140 0.1687 0.1373 0.6061 0.2379 0.5026 0.009 8 0.4159
S10 0.5564 0.0555 0.4850 0.6134 0.1206 0.1744 0.1477 0.6924 0.2731 0.5525 0.0121 0.429 5
S11 0.5317 0.0524 0.4582 0.5542 0.0999 0.1562 0.1351 0.6550 0.2663 0.5239 0.0103 0.394 4
S12 0.5997 0.0242 0.5705 0.6554 0.0271 0.1833 0.1219 0.6510 0.2712 0.5379 0.0102 0.3539
S13 0.7113 0.0408 0.6591 0.7618 0.0340 0.2147 0.1262 0.7140 0.2954 0.5820 0.008 5 0.4122
S14 0.6398 0.0398 0.5518 0.6888 0.0362 0.1852 0.1031 0.6351 0.2525 0.5124 0.0069 0.327 8
S15 0.8684 0.0641 0.7048 0.8975 0.0515 0.2543 0.1556 0.8685 0.3463 0.6749 0.009 1 0.474 9
S16 0.7291 0.0530 0.6467 0.8013 0.0369 0.2153 0.1333 0.7139 0.276 1 0.5821 0.007 6 0.407 2
S17 0.7884 0.0510 0.6797 0.8335 0.0329 0.2252 0.1283 0.7494 0.2926 0.6022 0.008 0 0.376 1
S18 0.7094 0.0490 0.6279 0.7437 0.0268 0.2227 0.1320 0.7415 0.3070 0.5934 0.008 3 0.460 7
S19 0.7309 0.0557 0.6307 0.7456 0.0308 0.2285 0.1366 0.7566 0.3175 0.601 0 0.009 0 0.467 6
520 0.7140 0.0514 0.6004 0.7105 0.0316 0.2099 0.1317 0.7229 0.3025 0.5768 0.009 2 0.471 8
S21 0.7653 0.0437 0.6414 0.7719 0.0365 0.2358 0.1403 0.7747 0.3260 0.6125 0.009 6 0.461 3
S22 0.6217 0.0404 0.5666 0.6488 0.0261 0.1919 0.1126 0.6283 0.2637 0.5175 0.006 7 0.364 2
523 0.6652 0.0366 0.5942 0.6891 0.0524 0.2041 0.1305 0.6486 0.2600 0.5332 0.008 4 0.426 1
S24 1.2130 0.0558 1.0295 1.2168 0.0405 0.3783 0.1873 1.2164 0.5172 1.0249 0.0115 0.753 7
S25 0.7127 0.0431 0.6679 0.6913 0.1665 0.1953 0.1185 0.7079 0.3204 0.5963 0.007 2 0.394 9
526 0.6129 0.0446 0.6347 0.6144 0.1247 0.1823 0.1054 0.6166 0.2912 0.5431 0.0056 0.3417
S27 0.5372 0.0219 0.4856 0.5159 0.0248 0.1464 0.0971 0.5086 0.2216 0.4479 0.0040 0.309 9
528 0.6374 0.0147 0.5750 0.6065 0.0302 0.1660 0.1372 0.6540 0.3054 0.5821 0.0056 0.366 7
529 0.7211 0.0241 0.7367 0.6792 0.1514 0.2012 0.1635 0.7244 0.3513 0.6585 0.0117 0.401 0
S30 0.7124 0.0230 0.6310 0.6615 0.1293 0.1750 0.1601 0.6897 0.3264 0.5845 0.0102 0.401 1
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mg/g.0.463 9 ~1.216 8
mg/g.0.127 6 ~0.378 3

mg/g.0.024 8 ~0.166 5
mg/g.0.097 1 ~0.187 3
mg/g.0.466 8 ~1.216 4 mg/g.0.182 6 ~0.517 2
mg/g.0.391 5 ~1.024 9 mg/g.0.004 0 ~0.013 1
mg/g.0.288 4 ~0.753 Tmg/g, F¥1& &7 5k
0. 650 3 mg/g.0.052 0 mg/g.0.592 0 mg/g.0.674 9
mg/g.0.075 0 mg/g.0.196 1 mg/g.0.133 2 mg/g,
0.686 0 mg/g.0.287 9 mg/g.0.569 0 mg/g.0.009 1
mg/g.0.409 9 mg/g,
2.3 MKHEER YIC REFREYRITN 5 7
2.3.1  ma-RIA R SR e mR R

11T TCMSP ., HERB2. 0, PubChem , SwissTarget-
Prediction 88 B EILARAT 12 Sl 25 85 A
RCHE 2 192 4, 3 i GeneCards , OMIM | PharmGkb |
TTD | DrugBank 4% 2 4 15 25 5 J5 AH 5 952 93 40 5

Loganin
Luteolin Linarin
Luteolin-7-O-glucoside Isochlorogenic acid C
Neochlorogenic acid YJGC Isochlorogenic acid B
Secoxyloganin Isochlorogenic acid A

Shanzhiside methylester. Cryptochlorogenic acid
Chlorogenic acid

2210 4>, Hirp B BB AR 5 64 N (ILEL 7))
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Fig. 7 Venn diagram of the intersection between YJG active

component targets and URTI disease targets
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Fig. 8 Compound-ingredient-target-disease network of YJG against URTI
W E=AIEARE YIGC B S EERARRT B OSBRI G E = MAIURPIE . Note: Yellow triangle represents YJG compound ;

Green diamond represents components ; Pink rectangle represents targets; Red inverted triangle represents diseases.
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Zlﬂﬂ’]?éﬂ?ér@m (degree i K), HH, H[Fﬁﬂ%
[AF (tumor necrosis factor, TNF) (AKT 22 & iR/ 752
P2 14 B 1 ( AKT serine/threonine kinase 1, AKT1) Jif
R F H p53 (tumor protein p53,TP53) 2f: B K41l 3
(Caspase-3, CASP3 ) Al % i 4 J& & 1 # 9 ( matrix
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MUPY  HSPS0AA1
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Fig. 9  Core PPI network of intersecting
targets of YJG against URTI
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W RE(ILE10) o KEGG w57 R B, A OCH i
B AT INF, A 40 2/~ E-17 (interleukin-17 , 1L-
17) B i 1k WL 3-3% /2 11§ B ( phosphati-
dylinositol 3-kinase/protein kinase B,PI3K-AKT) 554
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g (AR S | 7R TR AR 0 228 A5 281 %) 46 38 B3 AN
IR 2SR, A — 8 B 25 R, W] oy
TETE Q-Marker 19 A3 201" H) 0 PR ALK

MF
vesicle lumen histone H3Y41 kinase activity
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‘azurophil granule lumen histone kinase activity
external side of plasma membrane protein tyrosine kinase activity
secretory granule lumen histone H2AX kinase activity
vacuolar lumen histone H3 kinase activity
membrane raft GPI-linked ephrin receptor activity
membrane microdomain hepatocyte growth factor receptor activity
primary lysosome insulin receptor activity
azurophil granule 4 eciiroceptor activity

5 10 -2
GeneRatio(%) and ~Log10(pvalue)

GeneCount ® 10 @ 12 @ 14 @ 16 @ 18 LECH ]

2 )
GeneRatio(%) and ~Log10(pvalue)

B 8
GeneRatio(%) and ~Log10(pvalue)

GeneCount # 6 ® 8 ® 10 ® 12 @ 14
8 @ 10 -

B 10 YIGiAfr URTI ZEBRM GO WREERAH
Fig. 10 GO functional enrichment analysis of intersecting targets of YJG against URTI
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Fig. 11

KEGG enrichment analysis of intersecting targets of YJG against URTI
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2.3.5 T F6 YICKBEUMSSROERHS FXELESRE

O TRHEEE R (WK 6) #E— 23R W], 3 Fh i
B (RBEZE SRR C SRR B) 55 M
OHE S (TNF  AKT1  TP53 . CASP3 MMP9) #JfETE i,
FUEMMRE & A BCR-Z IR G454 ae
PITF7. 0 keal/mol , B RAFIES G5/ 01, 5
UE T OCHE U A WAE R AE s v, 12 JROR
T RHEE T SO RS X B A At R
3 WitE4iR

HHENT YIG IFR SRS RE R b X 5 o £ 4
TPV AR I T OE-K  2NF-0.1% 1

Table 6 Molecular docking binding energies between key

active components and core targets of YJG

Eeni Binding energy ( kcal/mol)
BLRR N G C AR B
Core targets A\Lif;? Isochlorogenic  Isochlorogenic
acid C acid B
TNF 8.9 8.1 9.8
AKT1 9.6 -10.9 -11.0
TP53 7.1 1.7 7.1
CASP3 7.1 8.1 -8.9
MMP9 9.2 9.2 9.1

TNF - KRB FH

TP53 - S4¢JERC
TP53 - Isochlorogenic acid C

AKT1 - KBREZH
AKT1 - Luteolin

CASP3 - FétJREgC
CASP3 - Isochlorogenic acid C

MMP9 - 5 4% B
MMP9 - Isochlorogenic acid B

CASP3 - 45 B
CASP3 - Isochlorogenic acid B

12 YIG EHEMR S S0 A XHE AL

Fig. 12 Visualization of molecular docking between key active components and core targets of YJG
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