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Analysis of Gene Expression of Pseudostellariae Radix from
Different Provenances and Habitats Based on cDNA-AFLP
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Abstract: The aim of this study was to investigate gene differential expression in Pesudostellariae Radix from different
provenances and habitats, as well as to isolate and evaluate associated differential genes. cDNA-AFLP was applied to an-
alyze the differential expressed genes of Pesudostellariae Radix from two different provenances and habitats. Six primer
pairs were selected ,using these primer pairs,44 and 38 differentially expressed trivially distributed file system (TDFs) ,
were amplified in Pesudostellariae Radix from same provenances and different habitats as well as same habitats and dif-
ferent provenances, respectively. These TDFs were cloned and sequenced,27 and 25 nucleotide sequences were ob-
tained , respectively. By BLASTX analysis, 19 and 16 of them were found with homologous sequences in databases, of
which,7 and 6 TDFs had their known function, respectively. These proteins were mainly involved in the growth and de-
velopment of plants, resisting diseases and insect pests,improving the ability of plants to resist the abiotic stress. Our re-
search provided the basic information for revealing the molecular mechanism of Pesudostellariae Radix.
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Table 1  Nucleotide sequences of adaptors and primers used for cDNA-AFLP analysis
519 kgl
Primer Sequence (5'—3")
%3k Adapter EcoR I CTCGTAGACTGCGTACC AATTGGTACGCAGTCTAC

WY 5[4 Pre-amplification primer

PR 151

Selective amplification primer

Mse I GACGATGAGTCCTGAG TACTCAGGACTCAT

E00 GACTGCGTACCAATTC
E46 GACTGCGTACCAATTCATT
E33 GACTGCGTACCAATTCAAG
E44 GACTGCGTACCAATTCATC
E42 GACTGCGTACCAATTCAG
E35 GACTGCGTACCAATTCACA
E85 GACTGCGTACCAATTCTCG
E40 GACTGCGTACCAATTCAGC

E39 GACTGCGTACCAATTCAGA

MO0 GATGAGTCCTGAGTAA

M48 GACTGCGTACCAATTCTCG
M54 GATGAGTCCTGAGTAACCT
M59 GATGAGTCCTGAGTAACTA
M60 GATGAGTCCTGAGTAACTC
M61 GATGAGTCCTGAGTAACTG
M55 GATGAGTCCTGAGTAACGA
M65 GATGAGTCCTGAGTAAGAG
M56 GATGAGTCCTGAGTAACGC
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Fig. 3 Differential patterns of TDFs among same habitats

and different provenances of Pesudostellariae Radix
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Fig. 4 c¢cDNA-AFLP profiles for S1,S3 (A) and S2,54 (B)
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Table 2 Similarity of TDFs to known genes by BLASTX search against NCBI protein database
KN Iﬁwﬁffﬂﬂilﬁlﬁﬁ lﬁlﬂﬁr%‘ﬁ.ﬂ%
TDFs No.  Length Prot.e 1n. s.howmg %ﬁl Acce's 51'0n . B
(bp) SIgnlfl(‘:an.t . Species numher- of similar amino  E-value
sequence similarity acid sequence
1 151 {545 11 Hypothetical protein F4% ] Capronia epimyces XP007738810 0.000 000 3
2 192 AN H Unnamed protein product 7% Vitis vinifera CBI35707 2E-29
3 304 4JIEEK MRS Cell wall-associated hydrolase PERIFEE Medicago truncatula XP003637074 2E-28
4 243 AH1%E 1 Uncharacterized protein JEE . Cicer arietinum XP004515588 SE-17
5 149 AR 1 Uncharacterized protein A B Solanum tuberosum XP00363639 3E-17
6 83 1% 45 E Hypothetical protein %4 Vitis vinifera CAN70790 0.003
7 239 ¥ % Ubiquitin IYT 7 4 Lilium regale AHZ94965 1E-24
8 211 {B% 45 111 Hypothetical protein 5 IR Talaromyces islandicus CRG83145 3.50
9 211 5175 11 Uncharacterized protein FE KA Beta vulgaris subsp XP010684364 6E-32
10 225 FRFERTERR SRR Cycloeucalenol cycloisomerase  #53% 3237 % Beta vulgaris subsp XP010678516 1E-32
1 108 (B2 F1 Hypothetical protein PRI E Medicago truncatula XP003638451 0.000 6
12 221 iR 25 1 Hypothetical protein W B Capitella teleta ELU18102 1E-33
13 121 BRI AR EL A L-ascorbate oxidase F 2545 07 8 Fragaria vesca subsp XPO11468663 0.000 2
14 25 ci&ffﬁﬂ%ﬂﬂﬂr A Tetragonia tetragonioides AFC88844 3E-34
15 286 Mltociiiiii?gifd% I;J[m“t/::/i\nM;[?AM33 FE LSRR Beta vulgaris subsp XP010694392 SE-34
16 125 FRHNH H Uncharacterized protein TH5E [CHAE Gossypium raimondii XP012440607 2.60
17 208 (B2 F1 Hypothetical protein S HUFF7 RENS1 NBacillus sp. RENSTN WP040060906 8E-28
18 201 Rﬁ%ieigiltﬂgﬁfiii?ie #r A ZE 5 7 2Broad bean wilt virus 2 ACK86674 3E-30
19 183 {83278 11 Hypothetical protein 53 Sorghum bicolor XP002489151 7E27
20 136 (B2 11 hypothetical protein F 7 Capronia epimyces XPOO7738810  0.000 000 7
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SRR 6 A1 I 2 A EE RS RN
PRI M 8K 7~ 2 ) JE K] 25 53 3R 7 cDNA-AFLP
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