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Review on Enzymes and Genes Related to the Biosynthesis of Steroidal Saponins
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Abstract : Steroidal saponins are a class of secondary metabolites widely existed in plants with strong physiological activi-
ty. The biosynthetic pathway of steroidal saponins is complex and regulated by many kinds of enzymes. This paper re-

viewed the research progress on the biosynthetic pathway of plant steroidal saponins and its key enzymes and genes,and

give a brief outlook about the research prospects.
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