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Study on the mechanism of triterpenoids from Inonotus obliquus against gastric
cancer based on network pharmacology and molecular docking
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Abstract ; In this study, the possible mechanism of triterpenoids from Inonotus obliquus against gastric cancer was discussed by
means of network pharmacology and molecular docking. Twenty-four triterpenoid active components of Inonotus obliqguus were
obtained by consulting literature , searching TCMSP database and screening by SwissADME ,including betulinic acid and ino-
todiol. There are 56 potential targets for active ingredients,including CASP3 ,MAPK1 ,etc. Based on DAVID database , the re-
sults of GO function analysis and KEGG pathway enrichment analysis showed that the anti-gastric cancer mechanism of triter-
penoids from Inonotus obliquus was mainly related to changing the activity of DNA binding transcriptional activator and signal
transduction, the main signal pathways involved are TNF signaling pathway, pathway in cancer, MAPK signaling pathway and
so on. The results of molecular docking between active components and key target proteins showed that 24 active components
had good binding with five proteins; CASP3, MAPK1, NFKB1, MAPK8 and ALB. To sum up, the triterpenoids of Inonotus
obliquus have multi-component,, multi-target and multi-channel regulating effects on gastric cancer.
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