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Network pharmacological mechanism and molecular targets
of Shenling Baizhu Powder in treating colorectal cancer
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Abstract: To explore the mechanism of Shenling Baizhu Powder ( SLBZP) in the treatment of colorectal cancer. Using the
method of network pharmacology,the active ingredients of SLBZP were collected and screened through the TCMSP database
and the targets were obtained. The GEO database was screened to obtain differentially expressed genes between CRC patients
and healthy individuals as the relevant targets of CRC. Cytoscape software was used to construct a network of drug components
and disease targets. Bisogenet was used to construct a protein interaction ( PPI) network to identify candidate targets for SL-
BZP acting on CRC. Through gene ontology (GO) function enrichment, Kyoto Encyclopedia of Genes and Genomics (KEGG)
pathway enrichment analysis was used for biological functions and pathway enrichment of core genes. Cytoscape software was
used to constructs a target-pathway network and screen key target genes according to degree. Through analysis, 165 core tar-
gets of SLBZP for the treatment of CRC were found,and it was found that the functional annotation of core targets was related
to transcription factor activity, protein stability regulation, and ubiquitin protein ligase binding. Twenty pathways including
PI3K-Akt signaling pathway, PD-L.1/PD-1 pathway, and viral carcinogenesis are all significantly enriched. AKT1, TP53,
PIK3R1 are the core genes,and MAPK3 ,NFKB1,CCND1,MAPK1,RELA,CDKN1A,MYC,STAT3,MDM2,JUN, RBI1, etc.
are the key genes for the treatment of CRC in the SLBZP network pathway. In summary, the therapeutic effect of SLBZP on

CRC may be related to specific biological processes and related pathways to regulate inflammatory responses and optimize the
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structure of intestinal flora to play a therapeutic role. Through network pharmacological analysis and evaluation, the complex

mechanism and targets of SLBZP have been further revealed,which is of great significance to the treatment of CRC.
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Table 1  Active ingredients of SLBZP

FES I g FUME OB DL Horl mediios
MOL002773 Beta-carotene 37.18 0.58 i 5
MOL000021 14-Acetyl-12-senecioyl-2E ,8 E , 10 E-atractylentriol 60.31 0.31 HA
MOL000028 a-Amyrin 39.51 0.76 A
MOL000049 3B-Acetoxyatractylone 54.07 0.22 HA
MOL000020 12-Senecioyl-2E ,8E , 10 E-atractylentriol 62.4 0.22 SEN
MOL000022 14-Acetyl-12-senecioyl-2E 87,10 E-atractylentriol 63.37 0.3 [ERN
(35,85,9S5,10R,13R,145,17R) -10,13-dimethyl-17-
MOI1000033 [ (2R,5S)-5-Propan-2-yloctan-2-yl ] -2, 36.23 0.78 A
3,4,7,8,9,11,12,14,15,16 ,17-dodecahydro-1 H-cyclopenta[ a ] phenanthren-3-ol
MOL000072 8B-Ethoxy atractylenolide Il 35.95 0.21 HA
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2:5% 1( Continued Tab. 1)

FEAS g FUME OB DL bl medicns
(2R)2-[ (35,5R,10S,13R ,14R,,16R,17R) -3, 16-Dihydroxy-4 , 4 ,
MOL000273 10,13, 14-pentamethyl-2,3,5,6,12,15, 30.93 0.81 S
16, 17-octahydro-1 H-cyclopenta[ a ] phenanthren-17-yl ] -6-methylhept-5-enoic acid
MOL000275 Trametenolic acid 30.87 0.8 HEs
MOL000276 7,9(11) -Dehydropachymic acid 35.11 0.81 R
MOL000279 Cerevisterol 37.96 0.77 o
(2R)-2-[ (35,5R,105,13R,14R,16R,17R)-3,16-Dihydroxy4 ,4,10,13,14-
MOL000280 pentamethyl-2,3,5,6,12,15,16 ,17-octahydro-1 H-cyclopenta[ a ] 31.07 0.82 s
phenanthren-17-yl ] -5-isopropyl-hex-5-enoic acid
MOL000282 Ergosta-7,22 E-dien-3 beta-ol 43.51 0.72 e
MOL000283 Ergosterol peroxide 40.36 0.81 wE
(2R)-2-[ (5R,108,13R,14R,16R,17R) -16-Hydroxy-3-keto4 ,4 ,10,13 ,14-
MOL000285 pentamethyl-1,2,5,6,12,15,16,17-octahydrocyclopenta a | 38.26 0.82 R
phenanthren-17-yl ] -5-isopropyl-hex-5-enoic acid
MOL000287 33-Hydroxy-24-methylene-8-lanostene-21-oic acid 38.7 0.81 "
MOL000289 Pachymic acid 33.63 0.81 e
MOL000290 Poricoic acid A 30.61 0.76 S
MOL000291 Poricoic acid B 30.52 0.75 e
MOL000292 Poricoic acid C 38.15 0.75 wE
MOL000296 Hederagenin 36.91 0.75 b5
MOLO000300 Dehydroeburicoic acid 44.17 0.83 e
MOLO001689 Acacelin 34.97 0.24 [l
MOLO004355 Spinasterol 42.98 0.76 i A
MOLO004580 cis-Dihydroquercetin 66.44 0.27 i Al
MOL005996 2-0-Methyl-3-0-B-D-glu-Copyranosyl platycogenate A 45.15 0.25 Il
MOL000006 Luteolin 36.16 0.25 =l
MOL006026 Dimethyl 2-0-methyl-3-0-a-D-glucopyranosyl platycogenate A 39.21 0.25 fkE
MOLO006070 Robinin 39.84 0.71 id
MOL002419 (R) -Norcoclaurine 82.54 0.21 EF
MOL000006 Luteolin 36.16 0.25 T
MOL007206 Armepavine 69.31 0.29 HET
MOL007213 Nuciferin 34.43 0.4 EF
MOL009155 14-Methyl-24-methylene-dihydromangiferodiol 36.87 0.8 T
MOL009157 NSC90384 36.32 0.8 T
MOL009160 Loureirin A 40.43 0.19 EF
MOL009167 (1R)-6,7-dimethoxy-1-(4-methoxybenzyl ) -2-methyl-3 ,4-dihydro-1H-isoquinoline 52.96 0.32 T
MOL009172 Pronuciferin 32.75 0.37 T
MOL000098 Quercetin 46.43 0.28 T
MOL009156 4'-Methyl-N-methylcoclaurine 55.35 0.26 T
MOL002879 Diop 43.59 0.39 AZ
MOL000449 Stigmasterol 43.83 0.76 NS
MOL000358 Beta-sitosterol 36.91 0.75 A
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PRI D gndin FREOR DL et medicioe
MOL003648 Inermin 65.83 0.54 NS
MOL000422 Kaempferol 41.88 0.24 NS
MOL004492 Chrysanthemaxanthin 38.72 0.58 AZ
MOL005308 Aposiopolamine 66. 65 0.22 AZ
MOL005314 Celabenzine 101. 88 0.49 A&
MOL005317 Deoxyharringtonine 39.27 0.81 A
MOIL005318 Dianthramine 40.45 0.2 AZ
MOL005320 Arachidonate 45.57 0.2 A&
MOL005321 Frutinone A 65.9 0.34 A
MOL005344 Ginsenoside rh2 36.32 0.56 AZ
MOLO005348 Ginsenoside-Rh, _qt 31.11 0.78 AZ
MOL005356 Girinimbin 61.22 0.31 NS
MOL001559 Piperlonguminine 30.71 0.18 112y
MOL001736 (-) -Taxifolin 60.51 0.27 112y
MOL000310 Denudatin B 61.47 0.38 1125
MOL000322 Kadsurenone 54.72 0.38 11245
MOL005429 Hancinol 64.01 0.37 12y
MOL005430 Hancinone C 59.05 0.39 e
MOL005435 24-Methylcholest-5-enyl-38-0-glucopyranoside_qt 37.58 0.72 1hzy
MOL005438 Campesterol 37.58 0.71 124
MOL005440 Isofucosterol 43.78 0.76 1zy
MOL000449 Stigmasterol 43.83 0.76 1125
MOL005458 Dioscoreside C_qt 36.38 0.87 e
MOL000546 Diosgenin 80. 88 0.81 e}
MOL005461 Doradexanthin 38.16 0.54 1125
MOL005463 Methylcimicifugoside_qt 31.69 0.24 1hzy
MOL005465 AIDS180907 45.33 0.77 g}
MOL000953 CLR 37.87 0.68 1124
MOL001484 Inermine 75.18 0.54 HE
MOL001792 DFV 32.76 0.18 H ¥
MOL000211 Mairin 55.38 0.78 HE
MOL002311 Glycyrol 90.78 0.67 HE
MOL000239 Jaranol 50. 83 0.29 H-
MOL002565 Medicarpin 49.22 0.34 HE
MOL000354 Isorhamnetin 49.6 0.31 HE
MOL000359 Sitosterol 36.91 0.75 HE
MOL003656 Lupiwighteone 51.64 0.37 HE
MOL003896 7-Methoxy-2-methyl isoflavone 42.56 0.2 HEr
MOL000392 Formononetin 69.67 0.21 HE
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FEAS g FUME OB DL bl medicns
MOL000417 Calycosin 47.75 0.24 H
MOL000422 Kaempferol 41.88 0.24 Hi
MOL004328 Naringenin 59.29 0.21 HE
MOLDD509 2 i 3o 2 ] e L0
MOL004806 Euchrenone 30.29 0.57 Hr
MOL004808 Glyasperin B 65.22 0.44 i
MOL004810 Glyasperin F 75.84 0.54 H &
MOL004811 Glyasperin C 45.56 0.4 Hr
MOL004814 Isotrifoliol 31.94 0.42 Hr
MOL004815 (E)-1-(2,4-Dihydroxyphenyl ) -3-(2 ,2-dimethylchromen-6-yl ) prop-2-en-1-one 39.62 0.35 H
MOL004820 Kanzonol W 50.48 0.52 Hu
s R ritriies e ssatE TR S
MO1.004827 Semilicoisoflavone B 48.78 0.55 H
MOLO004828 Glepidotin A 44.72 0.35 Hi
MOLO004829 Glepidotin B 64.46 0.34 HE
MOL004833 Phaseolinisoflavan 32.01 0.45 H
MOLO004835 Glypallichalcone 61.6 0.19 Ho
MOL004838 8-(6-Hydroxy-2-benzofuranyl ) -2 ,2-dimethyl-5 -chromenol 58.44 0.38 0
MOL004841 Licochalcone B 76.76 0.19 H
MOL004848 Licochalcone G 49.25 0.32 H-
o 2t 41 bl se on e
MOL004855 Licoricone 63.58 0.47 H &
MOL004856 Gancaonin A 51.08 0.4 H
MOLO004857 Gancaonin B 48.79 0.45 H
MOL004860 Licorice glycoside E 32.89 0.27 HE
MOL004863 3-(3,4-Dihydroxyphenyl ) -5 ,7-dihydroxy-8-( 3-methylbut-2-enyl ) chromone 66.37 0.41 HE
MOL004864 5, 7-Dihydroxy-3-(4-methoxyphenyl ) -8-( 3-methylbut-2-enyl ) chromone 30.49 0.41 e
MOLO004866 2-(3 ,4-Dihydroxyphenyl) 5 , 7-dihydroxy-6-( 3-methylbut-2-enyl ) chromone 44.15 0.41 i
MOL004879 Glyeyrin 52.61 0.47 i
MOL004882 Licocoumarone 33.21 0.36 How
MOL004883 Licoisoflavone 41.61 0.42 HiE
MOL004884 Licoisoflavone B 38.93 0.55 HE
MOL004885 Licoisoflavanone 52.47 0.54 H s
MOL004891 Shinpterocarpin 80.3 0.73 HiE
MoLoBs38 R ity et 0203 ik
MOL004903 Liquiritin 65.69 0.74 H s
MOL004904 Licopyranocoumarin 80.36 0.65 Hr
MOLO04905 3 ,22-Dihydroxy-11-oxo-delta( 12 ) -oleanene-27-alpha-methoxycarbonyl-29-oic acid ~ 34.32 0.55 i
MOL004907 Glyzaglabrin 61.07 0.35 HE
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2:5% 1( Continued Tab. 1)

FEAS g FUME OB DL bl medicns
MOL004908 Glabridin 53.25 0.47 H
MOL004910 Glabranin 52.9 0.31 Hi
MOL004911 Glabrene 46.27 0.44 HE
MOL004912 Glabrone 52.51 0.5 H
MOL004913 1,3-Dihydroxy-9-methoxy-6-benzofurano| 3 ,2-c ] chromenone 48.14 0.43 e
MOL004914 1,3-Dihydroxy-8 ,9-dimethoxy-6-benzofurano[ 3 ,2-c ] chromenone 62.9 0.53 He
MOL004915 Eurycarpin A 43.28 0.37 H
MOL004917 Glycyroside 37.25 0.79 Hu
MOL004924 (-) -Medicocarpin 40.99 0.95 HE
MOL004935 Sigmoidin-B 34.88 0.41 Hy
MOL004941 (2R) -7-Hydroxy-2-(4-hydroxyphenyl ) chroman4-one 71.12 0.18 e
MOLO04945 (28) -7-Hydroxy-2-(4-hydroxyphenyl ) 8-(3-methylbut-2-enyl ) chroman-4-one 36.57 0.32 i
MOL004948 Tsoglyeyrol 44.7 0.84 o
MOL004949 Isolicoflavonol 45.17 0.42 H
MOLO004957 HMO 38.37 0.21 HE
MOL004959 1-Methoxyphaseollidin 69.98 0.64 H &
MOL004961 Quercetin der. 46.45 0.33 H- 5
MOL004966 3'-Hydroxy4'-0-Methylglabridin 43.71 0.57 e
MOL000497 Licochalcone A 40.79 0.29 H &
MOL004974 3'-Methoxyglabridin 46.16 0.57 H 5
MOL004978  2-[ (3R)-8 ,8-Dimethyl-3 ,4-dihydro-2H-pyrano[ 6,5-f] chromen-3-yl ] -5-methoxyphenol  36.21 0.52 e
MOL004980 Inflacoumarin A 39.71 0.33 H &
MOLO004985 Icos-5-enoic acid 30.7 0.2 HEr
MOLO004988 Kanzonol F 32.47 0.89 HHE
MOLO004989 6-Prenylated eriodictyol 39.22 0.41 HE
MOL004990 7,27 4'“Trihydroxy-5-methoxy-3-arylcoumarin 83.71 0.27 i
MOL004991 7-Acetoxy-2-methylisoflavone 38.92 0.26 H
MOL004993 8-Prenylated eriodictyol 53.79 0.4 HE
MOL004996 Gadelaidic acid 30.7 0.2 H 5
MOL000500 Vestitol 74.66 0.21 H 5
MOLO005000 Gancaonin G 60.44 0.39 H
MOL005001 Gancaonin H 50.1 0.78 HE
MOL005003 Licoagrocarpin 58.81 0.58 H 5
MOL005007 Glyasperins M 72.67 0.59 HE
MOLO005008 Glycyrrhiza flavonol A 41.28 0.6 H
MOLO005012 Licoagroisoflavone 57.28 0.49 HHEe
MOL005013 18a-Hydroxyglyeyrrhetic acid 41.16 0.71 e
MOL005016 Odoratin 49.95 0.3 HE
MOLO005017 Phaseol 78.77 0.58 HE
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% OfrAd 22tk 29
) 2=
Fe%i %' 1D Ingredient FIHE OB DL Herbal medicine
MOL005018 Xambioona 54.85 0.87 HE
MOL005020 Dehydroglyasperin C 53.82 0.37 HE
MOL000098 Quercetin 46.43 0.28 H
MOL007514 Methyl icosa-11,14-dienoate 39.67 0.23 W
MOL003975 Icosa-11,14 ,17-trienoic acid methyl ester 44.81 0.23 [z
MOL007180 Vitamin-E 32.29 0.7 b~
MOL001771 Poriferast-5-en-3beta-ol 36.91 0.75 W
MOL000358 Beta-sitosterol 36.91 0.75 [
MOL000449 Stigmasterol 43.83 0.76 W
MOL001755 24-Ethylcholest4-en-3-one 36.08 0.76 i
(55,85,95,10R,13R,14S,17R) -17-[ (1R ,4R) 4-Ethyl-1,5-dimEthylhexyl ] -
MOL007535 10,13-dimethyl-2 ,4,5,7,8,9,11,12,14,15,16,17-dodecahydro- 33.12 0.79 [z
1H-cyclopenta[ a] phenanthrene-3 ,6-dione
MOL001973 Sitosteryl acetate 40.39 0.85 [z
MOL007536 Stigmasta-5 ,22-dien-3-beta-yl acetate 46.44 0.86 [
MOL001323 Sitosterol alphal 43.28 0.78 FEqUE
MOT001494 Mandenol 42 0.19 PRy
(6Z,10E,14E,18E)-2,6,10,15,19,23- e
MOL002372 Hexamethyltetracosa-2 ,6,10,14 ,18 ,22-hexaene 33.55 0.42 HE
MOL002882 [ (2R)-2,3-Dihydroxypropyl ] (Z)-octadec-9-enoate 34.13 0.3 =
MOL000359 Sitosterol 36.91 0.75 -
MOL000449 Stigmasterol 43.83 0.76 U
MOLO008118 Coixenolide 32.4 0.43 B
MOL008121 2-Monoolein 34.23 0.29 FELy
MOL000953 CLR 37.87 0.68 Y
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Differential gene expression heat map (left) and volcano map (right)

T AR B AR IR A, AR AR IR 22 S N, HE P X IR A, S A i 5 Ll P B AR AR A R RN B R AT B 1k, HLAR AR AR
FRNFAAN ST B, a0 LN, 2@ TR, Note:In the heat map,the abscissa represents the grouping,and the

ordinate represents the differential gene,where the control group is in the front and the model group is the back;in the volcano chart,the abscissa

represents the fold change of gene expression,and the ordinate represents the statistically significant change in gene expression Sex. Red represents

up-regulated genes,and green represents down-regulated genes.
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2 SLBZP-CRC % BE[F M % E
Fig. 2 SLBZP-CRC differential gene network diagram
T AENSE AR S BRI iRk L2 IR H B 206 ZORE LR AT s B 6 R B 8 JE 7 R 6B R M TR AL B DR
W, T A A5 IRA A (1 )id ., Note: The outer ring purple represents the differential gene; Light green: Dioscoreae Rhizoma; Dark
green: Glyeyrrhizae Radix et RhizomasRed ; Common ingredients of various herbs; Yellow ; Poria; Rose red ; Nelumbinis Semen; Dark blue ; Platycodonis

Radix; Light red: Amomi Fructus;Light blue : Coicis Semen;Golden yellow : Ginseng Radix et Rhizoma;Light red : Lablab Semen Album.

2.2 UEW-LIMMBEZSHT

B b A W 5 25 5k B A g, A
SLBZP A T ME v, 43 28 AMb &l s 5
CRC AHOCHE &, ke e SLBZP b 5 #)-CRC 22 5 5
PRI s X 2, ] 2 T/, 2% 264 1% 59 A 45 (SL-
BZP iy 28 MEA WA 31 A~ 22 F AL F 70 4%
1,42 B SLBZP 03 o £ Wiy . £ ¥ 5 R Y7 CRC,
Horfifit iz 2 (21 AR LA (5 AN B
BREROSANEA) CEEEE4 D) (4

AN EHURHIE (3 L) MR T2 AN,
PRI B A TR R 4% v o A 3 437 8, 7T RE & SLBZP f
KHEE AL AW o
2.3 PPl &4

BB 112 TR G AR FH (PPT) 45 25 K MR
FEYIE L, PPL T 345 14 ) 4% 15k 22 04 W 2% T e
Fd Fe e w280 (A R S AE TS BE
AR EAE FREOE ™ . L, g 3 R, i PP
$Od AT ¥ 6 SLBZP B H % A CRCAH 3¢ H 45 19

BC>10(

3 SLBZP-CRC ZREFE MK E
Fig. 3 SLBZP-CRC differential gene network diagram
B2 SLBZP P45 CRC i1k H A, A. SLBZP Bl FL 15 CRC AHSCHLA H AR TLAE IS B. AREE DC T 61, MR A IR B 2248
5 PP 2% ; C. A4 BC KT 100, A B AR HRAY SLBZP I TI677 CRC )8 80 45 PPL %%, Note:To determine the candidate targets of
SLBZP regulating CRC, A. SLBZP predicts the interaction network between target and CRC-related target protein;B. According to DC greater than 61,
the PPI network of important proteins extracted from Fig. A;C. According to the BC is greater than 100 ,the SLBZP extracted from Figure B is used to

treat the CRC candidate target PPI network.
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ZeE 1130 AN SR 17 529 A1 21 B, M L0
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F degree , JUK T DC . BC H i 3P (EAE A% O
HH T EARE il DC >61,BC >100, 4l 3B Jif
o Ml DC KT 61, #8141 %F SLBZP J##% CRC
A E S H AR 2%, P Ad B 166 4715 g Fil 8 524 4>
Mo #RHE BC KT 100, i — 5 i e ik B 5, 15 2]

69 > HARSE &, i oy SLBZP I Z44% CRC 1 69
AL, W E 3C FR
2.5 GO.KEGGC BE&EH

it DAVID B e xt 31 A~ 22 7 5 i 4T GO
H KEGG {5538 i & & 34, 3 100 1 AE W) 7 Dk
(molecular function, MF ) | £ %) %~ i #2 ( biological
process, BP) | 4 Jifi 2% 4H 43 ( cellular components, CC)
I3 TR R S A Yl B WL 4A BTR AR
i FDR < 0. 05, ffi 4 Aij 10 & 48 5 i 35 09 24E ) 2 ik
i, BP A 2 4,CCH 2 A, MF A 14, Hrpar
AR B, AR T, &l 4B iR, s FiA
[ A AR [ ) A= 2 A, 3k 26 2 ) il
o, 52 AHCRY R 18 A, e A Uk BRI i
AR T AR H b e iR R i 2

4 SLBZP i&fr CRC Hyf&iE B4REY GO S
Fig. 4 GO analysis of the candidate targets of SLBZP for the treatment of CRC
£ AR#E FDR <0.05 FAERTHHRZE M S 4 GO TIRg2ehl. [ A daMEBUB RS AW Iiie, JUE B i 4 B G AR AL, K 2L @ AR
B3, W ARSE T I T A IIUB AR SE B w00 3 IO, w255 Z-Score i85, RIRSERIBZ . [ B P, AU A8 AR AR
BIEARFCEAR R LY 2 B, 2 A AR PR B AR RACR SN T 2 5 1R Y 7, a0k DI, i U3 T e B,

Note ; According to FDR <0.05,the top 5 most significant GO functional categories are enriched. In Figure A ,the outer circle arc represents each bio-

logical function,and the dots in the arc represent genes, where red represents up-regulation and blue represents down-regulation;the arc in the inner

circle represents the significance of gene enrichment, the higher the arc,the more significant the enrichment ; the higher the Z-Score , the more up-regula-

ted genes. In Figure B, the right part represents different biological processes according to different colors,and the left part represents the biological

processes involved in each gene according to different colors. Red represents up-regulated genes,and blue represents down-regulated genes.

i KEGG i 250t fs i 1T 7EiRYT CRC i 2
H15Z SLBZP 43 52 W I 5 S ik AR il 5 i, R
i P <0.05 B T 20 4~ 3 & AR R4 A dh b2
o 25 Q-2 M {5 3R PASO0 (TL-17 (VD 17] [ TR gk
e MRS T4
2.6 EEEEZEMESH

FE T I3 AR {5 A G R R 5 o L i )
PRIAE) 1 35 DR -3 % ) 2%, T 11 6 i, LA Cyto-

scape 3.5. 1 B i rh Al ( BC) XX 20 Z%id B
23 NER TN AT, B IE T TRACR
BV IR AR W 2% vh 0 15 5 30 B, R0 2% [81 3R 1
FOS IL-1B B A 5 K BC, A #%.0 [, MMP9 |
VEGFA , ADHIC , STAT1 , ADHIA . CCNDI , CXCI2 ,
CLAL1 \IL-1A %5 SLBZP 42 M 4% iR ¥7 CRC 1Y
KL, BT REE SLBZP 577 CRC 1Y SCHEHE
S

AN O
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AGE-RAGE signaling pathway in diabetic complications 1
Fluid shear stress and atherosclerosis
Rheumatoid arthritis
IL-17 signaling pathway
Drug metabolism - cytochrome P450
TNF signaling pathway
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of sty P45 p.adjust
Tyrosine metabolism
Chemical carcinogenesis 0.001
Bladder cancer : ::

Toll-like receptor signaling pathway 0,004
Proteoglycans in cancer
Measles

Leishmaniasis
Salmonella infection
Prostate cancer
Amoebiasis
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°
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B 5 SLBZP i&¥r CRC iy KEGG 5 5@ &
Fig. 5 KEGG signal pathway of SLBZP in the treatment of CRC
T AR P <0.05 &5 A R .25 19 20 Z0E B, BEABARURIE N H , A bR AR A5 53k 4%, BT UK P fH. Note: According to P <0.05,
the 20 most significant pathways in the front are enriched. The abscissa represents the number of genes, the ordinate represents the signal pathway,and

the color represents the P value.

‘“Ls

B 6 SLBZP if#Z CRC Fy#B -1

Fig. 6 Target-pathway network of SLBZP in the regulation of CRC
T X 20 ZRil B 23 SRR BEATHAMT, IR LL BC Sty bR @y PUURILIEI 206 V IRRMG Sl . KBRS RAMU R e
PERY RN,

target gene,and the red V-shape represents the signal pathway. The size of the figure represents the size of the intermediateness.

R %

Note ; Topological analysis was performed on 20 pathways and 23 genes, with BC as the center. The green square in the figure represents the
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Tr 2 2MVEFILE . DRI, 7 22 B RO P 6 1952
Fi N AMHAEYE R AT B 2552 05 20 02y
FHISCI3 B A FIAILAR , {68 25 ) i JHAR Dy 280 45 35 i 1
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