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Mechanism of Rhizoma Corydalis in the treatment of tenosynovitis
based on network pharmacology and molecular docking
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Abstract : Rhizoma Corydalis is often used as an anauxiliary drug in the compound treatment of tenosynovitis. However, the
mechanism of Rhizoma Corydalis in tenosynovitis is still unclear. This study focused the network pharmacology and molecular
docking to explore the mechanism of Rhizoma Corydalis in the treatment of tenosynovitis. First of all, we obtained targets of
active ingredients of Rhizoma Corydalis and disease from various databases. Moreover we conducted core gene screening, en-
richment analysis, and molecular docking. The screening showed that Rhizoma Corydalis had 16 active ingredients for the
treatment of tenosynovitis. IL6 and TNF were the core genes with high degrees and the most involved in pathways , mainly in-
cluding AGE-RAGE signaling pathway in diabetic complications, IL-17 signaling pathway, rheumatoid arthritis, etc. The mo-
lecular docking results showed that quercetin had a better combination with IL6 and TNF. This study predicted that Rhizoma
Corydalis can treat tenosynovitis through multiple components and multiple pathways,which provided ideas for exploring more
pharmacological effects of Rhizoma Corydalis.
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Table 1  Summary of related databases and software

#Fx Name ik Website
T2 RGL LIS HTF- & (TCMSP) hitps ;//temspw. com/temsp. php
UniProt HIH % https ;//www. uniprot. org/
GeneCards £ ¥ https ://www. genecards. org/
STRING 7EZ A4 hitps ; //string-db. org/
Cytoscape 14 https : // cytoscape. org/
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Perl #x https ;//www. perl. org/get. html
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Table 2 Active ingredients sifted from Rhizoma Corydalis

" S F AP K25p
Molecule name OB (%) DL
MOL001454 Berberine 36.86 0.78
MOL001458 Coptisine 30. 67 0.86
MOL001461 Dihydrochelerythrine 32.73 0.81
MOL001463 Dihydrosanguinarine 59.31 0.86
MOL000359 Sitosterol 36.91 0.75
MOL004196 Corydalmine 52.5 0.59
MOL004204 Dehydrocorydaline 41.98 0.68
MOL004203 Dehydrocorybulbine 46.97 0.63
MOL004205 Dehydrocorydalmine 43.9 0.59
MOL004209 13-Methyldehydrocorydalmine 35.94 0.63
MOL004214 Isocorybulbine 40.18 0.66
MOL004216 13-Methylpalmatrubine 40.97 0.63
MOL004225 Pseudocoptisine 38.97 0.86
MOL000449 Stigmasterol 43.83 0.76
MOLO000785 Palmatine 64.6 0.65
MOLO00098 Quercetin 46.43 0.28
%% Drug #Hi Disease

B PRI
Fig. 1 TCM-disease target
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Table 3 Molecular docking results of active ingredients in Rhizoma Corydalis

MR AR PED ID D 2 5y XHEST A
Target name Chemical composition Docking score

1L6 lalu - E P % 18.387 2

MOL000098 Witpz % 22.526 9

MOL000359 2 55.5773

MOLO00449 K 56.242 4

MOL000785 OET -13.673 5

MOLO001454 JINEE TR 26.620 4

MOL001458 WiEE 36.229 2

MOL001461 AR, 25.172 6

MO1001463 AN AR B 37.565 6

MOL004196 EF AT 6.801 27

MOL004203 B &N =X -17.867 1

MOL004204 FEEH R £ 20.3819

MOL004205 FEEE A -1.919 74
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2:5% 3 ( Continued Tab. 3)

AR PED ID &3 % AT HE
Target name Chemical composition Docking score

MOLO004209 13- 35 2 A 48 2 A T -18.072 1
MOL004214 SRR 4.686 25
MOL004216 13- 356 [ B 22 27 -16.3317
MO1.004225 S5, 36.725 7

TNF 2az5 FEPE % HR 22.635 4
MOLO00098 Wit pz % 27.060 9
MOL000359 PR 34.563 1
MOLO000449 K 42.881 5
MOLO000785 BT 5.864 83
MOL001454 N -17.011 2
MOL001458 IR 25.8255
MOLO001461 A B E SR 22.215 4
MOLO001463 AU AR 34.596 8
MOL004196 g T 13.470 5
MOL004203 PR V=N 9.569 44
MOL004204 St R % -13.056
MOL004205 FE LTI 3.438 07
MOL004209 13- 356 5 A 4 S0 1 B -10.463 4
MOL004214 S5 HER 12.356 7
MOT.004216 13- L 0 2 21 4.999 93
MOL004225 R 28.8317
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